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Gene annotation  
Based on the EBI statistics, 14th January 2017, the cardiovascular gene annotation team has associated 
40,900 GO annotations with 5,900 gene products, 28,000 of which are to 3,375 human gene products. GO 
annotations have been provided by biocurators at UCL for over 12 years now, contributing 36,000 
annotations to human gene products. We are also pleased to 
announce that as part of our neurological annotation initiative we 
are now starting a 6-month ARUK funded annotation project. For 
this project Barbara will focus on using GO terms to capture the 
role of Alzheimer’s disease-relevant amyloid-beta binding 
proteins. Email us for more information about this project.  
 

Molecular interaction data  
Using the new pipeline generated by Tony Sawford, it is now 
possible to use Cytoscape and BiNGO to overlay GO terms onto 
a microRNA:mRNA network (see figure on right). However, this 
requires a bit of identifier editing, therefore, we have created a 
new page with tips on how to use Cytoscape on our website. If 
you would like to contribute any other helpful suggestions to this 
page please email us. 
 

Meetings attended 
In November Ruth attended the GO Consortium meeting in Los 
Angeles, where she led three discussions on guidelines covering 
annotation of: transcription factors; 'integral to membrane' 
proteins; high-throughput experiments. This resulted in an 
agreement that proteins with transmembrane domains could be 
annotated to relevant 'integral to membrane' terms, when 
supported by experimental evidence, such as 
immunofluorescence. Also it was agreed that experimental 
evidence demonstrating that a protein was an RNA polymerase II transcription factor could be used to 
support the association of the GO term nuclear chromatin with the protein. Guidelines for annotation of high-
througput data and transcription factors are continuing to be discussed.  
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Cytoscape interaction network for 
the miR-29 family. The three largest 
nodes are miRNAs, the other nodes 
are mRNAs. The node size is directly 
proportional to the number of 
molecular interactions. Four enriched 
GO terms are overlaid on nodes: 
green, extracellular matrix 
organization; red, blood vessel 
development; yellow, cell migration; 
blue, intracellular signal transduction 
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